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Zuscik, Michael 3 . 



<120> Model systems for neurodegenerative and cardiovascular disorders 

<130> 26473/04200 

<140> US 10/052,589 
<141> 2002-01-18 

<150> US 09/568,255 
<151> 2000-05-10 

<160> 3 

<170> Patentln version 3.1 

<210> 1 

<211> 2102 

<212> DNA 

<213> Mesocricetus sp. 
<220> 

<221> CDS 

<222> (15). .(1559) 

<223> 

<400> 1 

gggcggactc taaa atg aat ccc gat ctg gac acc ggc cac aac aca tea 50 

Met Asn Pro Asp Leu Asp Thr Gly His Asn Thr Ser 
1 5 10 

gca cct gec caa tgg gga gag ttg aaa gat gec aac ttc act ggc ccc 98 
Ala Pro Ala Gin Trp Gly Glu Leu Lys Asp Ala Asn Phe Thr Gly Pro 
15 20 25 

aac cag acc teg age aac tec aca ctg ccc cag ctg gac gtt acc agg 146 
Asn Gin Thr ser ser Asn ser Thr Leu Pro Gin Leu Asp val Thr Arg 
30 35 40 

gec ate tct gtg ggc ctg gtg ctg ggc gec ttc ate etc ttt gec att 194 
Ala lie Ser val Gly Leu val Leu Gly Ala Phe lie Leu Phe Ala lie 
45 50 55 60 

gtg ggc aac ate ctg gtc ate ctg tea gtg gec tgc aat egg cac ctg 242 
val Gly Asn lie Leu val lie Leu Ser val Ala Cys Asn Arg His Leu 

65 70 75 

egg acg ccc acc aac tac ttc att gtc aac ctg gec att get gac ctg 290 
Arg Thr Pro Thr Asn Tyr Phe lie val Asn Leu Ala lie Ala Asp Leu 

80 85 90 

ctg ttg agt ttc aca gtc ctg ccc ttc tec get acc eta gaa gtg ctt 338 
Leu Leu Ser Phe Thr val Leu Pro Phe Ser Ala Thr Leu Glu val Leu 
95 100 105 

ggc tac tgg gtt ctg ggg cgc ate ttc tgt gac ate tgg gca gcg gtg 386 
Gly Tyr Trp Val Leu Gly Arg lie Phe Cys Asp lie Trp Ala Ala val 
110 115 120 

gac gtc ctg tgc tgt acg gee tec ate ctg age eta tgt gec ate tec 434 
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Asp val Leu Cys Cys Thr Ala Ser lie Leu Ser Leu Cys Ala lie Ser 

125 130 135 140 

att gat cgc tac att gag gtq cgc tac tct ctg cag tac ccc act ctg 

lie Asp Arg Tyr lie Gly Val Arg Tyr Ser Leu Gin Tyr Pro Thr Leu 

145 150 155 

gtc acc cgc agg aag gcc ate ttg gca etc etc agt gtq tgg gtt ttg 

Val Thr Arg Arg Lys Ala lie Leu Ala Leu Leu Ser val Trp val Leu 

160 165 170 

tec acg gtc ate tec ate gqg cct etc ctt gqa tgg aaa gaa cca gcg 

Ser Thr Val lie Ser lie Gly Pro Leu Leu Gly Trp Lys Glu Pro Ala 
175 180 185 

ccc aac gac gac aag gaa tgc gqa gtc acc gaa gaa ccc ttc tat gcc 

Pro Asn Asp Asp Lys Glu Cys Gly val Thr Glu Glu Pro Phe Tyr Ala 
190 195 200 

etc ttt tec tec ctg gqc tec ttc tac ate cca etc gcg gtc att ctg 

Leu Phe Ser Ser Leu Gly Ser Phe Tyr lie Pro Leu Ala val lie Leu 

205 210 215 220 

gtc atg tac tgc egg gtc tac ate gtq gcc aag agg acc acc aag aac 

val Met Tyr Cys Arg val Tyr lie val Ala Lys Arg Thr Thr Lys Asn 

225 230 235 

ctg gag get gqa gtc atg aag gag atg tec aac tec aag gag ctg acc 

Leu Glu Ala Gly val Met Lys Glu Met Ser Asn ser Lys Glu Leu Thr 

240 245 250 

ctg agg ate cac tec aag aac ttt cat gag gac acc etc age agt acc 

Leu Arg lie His Ser Lys Asn Phe His Glu Asp Thr Leu Ser Ser Thr 
255 260 265 

aag gcc aag gqc cac aac ccc agg agt tec ata get gtc aaa ctt ttt 

Lys Ala Lys Gly His Asn Pro Arg ser Ser lie Ala val Lys Leu Phe 
270 275 280 

aag ttc tec agg gaa aag aaa gca gcc aaa acc ttg gqc att gtq gtc 

Lys Phe Ser Arg Glu Lys Lys Ala Ala Lys Thr Leu Gly lie val Val 

285 290 295 300 

gqa atg ttc ate ttg tgt tgg etc ccc ttc ttc ate get etc cca ctt 

Gly Met Phe lie Leu Cys Trp Leu Pro Phe Phe lie Ala Leu Pro Leu 

305 310 315 

gqc tec ctg ttc tec act etc aag ccc ccg gac gcc gtq ttc aag gtq 

Gly ser Leu Phe Ser Thr Leu Lys Pro Pro Asp Ala val Phe Lys val 

320 325 330 

gta ttc tgg ctg gqc tac ttc aac age tgc etc aac ccc ate ate tac 

val Phe Trp Leu Gly Tyr Phe Asn Ser Cys Leu Asn Pro lie lie Tyr 
335 340 345 

ccg tgc tec age aag gag ttc aag cgc gcc ttc atg cgt ate ctt gqg 

Pro Cys Ser Ser Lys Glu Phe Lys Arg Ala Phe Met Arg lie Leu Gly 
350 355 360 

tgc cag tgc cgt agt gqc cgt cgc cgc cgc cgc cgc cgt cgt ctg gqc 

Cys Gin Cys Arg ser Gly Arg Arg Arg Arg Arg Arg Arg Arg Leu Gly 

365 370 375 380 
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gcg tgc get tac acc tat egg ccg tgg acg cgc ggc gqc teg ctg gag 1202 

Ala Cys Ala Tyr Thr Tyr Arg Pro Trp Thr Arg Gly Gly Ser Leu Glu 

385 390 395 

cga teg cag teg egg aag gac tec ctg gac gac age gqc age tgc atg 1250 

Arg Ser Gin Ser Arg Lys Asp Ser Leu Asp Asp Ser Gly Ser Cys Met 

400 405 410 

agt ggc age cag agg acc ctg ccc teg gcg teg ccc age ccg ggc tac 1298 

Ser Gly Ser Gin Arg Thr Leu Pro Ser Ala Ser Pro Ser Pro Gly Tyr 

415 420 425 

ctg ggt cgc gga gcg cag cca cca ctg gag ctg tgc gec tac ccc gaa 1346 

Leu Gly Arg Gly Ala Gin Pro Pro Leu Glu Leu Cys Ala Tyr Pro Glu 

430 435 440 

tgg aaa tec ggg get ctg etc agt ctg cca gag cct ccg ggt cgc cgc 1394 

Trp Lys Ser Gly Ala Leu Leu Ser Leu Pro Glu Pro Pro Gly Arg Arg 

445 450 455 460 

ggt cgc etc gac tct ggg ccc etc ttc act ttc aag etc ttg gga gag 1442 

Gly Arg Leu Asp Ser Gly Pro Leu Phe Thr Phe Lys Leu Leu Gly Glu 

465 470 475 

ccg gag age ccg ggc acc gag ggc gat gec age aat ggg ggc tgc gac 1490 

Pro Glu Ser Pro Gly Thr Glu Gly Asp Ala Ser Asn Gly Gly Cys Asp 

480 485 490 

gca acg acc gac ctg gec aat ggg cag ccc ggt ttc aag age aac atg 1538 

Ala Thr Thr Asp Leu Ala Asn Gly Gin Pro Gly Phe Lys Ser Asn Met 

495 500 505 



cct ctg gca ccc ggg cac ttt tagggtccct tttctttccc ccacacacac 1589 
Pro Leu Ala Pro Gly His Phe 



510 




515 










cccagggggg 


aggacaccat 


tgtggggggc 


gggggcatgg 


gggggagtgt 


cagccccggg 


1649 


tagacacagg 


gtcgcaaggg 


tacaaggggg 


gaggggggcg 


gggagagggg 


cagctgettt 


1709 


tctggcaggg 


gcatgggtgc 


caggtacagc 


ggagagctgg 


ctgcgcatgc 


tgagagcctg 


1769 


gggacccacc 


cccaacgctg 


geegggaett 


aagtctctct 


cttctctctc 


tctgtatata 


1829 


tataaagagt 


ccctctatac 


gtatttatct 


gtgggtacac 


gtgcgtgtgt 


ctgtgcggtg 


1889 


aacgtgtggg 


ctgcatggat 


gtgtgttggg 


ggcctgccca 


ettgegegtg 


ctggggcaga 


1949 


gcgagtgtgt 


gccctggcaa 


tgtcaggttt 


gttgtttgtc 


tcttgacttg 


tacctctcaa 


2009 


gcccctcctt 


gttctctggt 


caatgetgge 


attttgatgg 


ggttggaaac 


caagtcagat 


2069 


attaaaaatc 


atttctegtg 


aaaaaaaaaa 


aaa 






2102 



<210> 2 

<211> 515 

<212> PRT 

<213> Mesocricetus sp. 

<400> 2 



Met Asn Pro Asp Leu Asp Thr Gly His Asn Thr Ser Ala Pro Ala Gin 
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15 10 15 

Trp Gly Glu Leu Lys Asp Ala Asn Phe Thr Gly Pro Asn Gin Thr Ser 

20 25 30 



Ser Asn Ser Thr Leu Pro Gin Leu Asp Val Thr Arg Ala lie Ser val 
35 40 45 

Gly Leu val Leu Gly Ala Phe lie Leu Phe Ala He val Gly Asn lie 
50 55 60 

Leu val lie Leu Ser Val Ala Cys Asn Arg His Leu Arg Thr Pro Thr 
65 70 75 80 

Asn Tyr Phe lie val Asn Leu Ala lie Ala Asp Leu Leu Leu Ser Phe 

85 90 95 



Thr Val Leu Pro Phe ser Ala Thr Leu Glu Val Leu Gly Tyr Trp Val 

100 105 110 

Leu Gly Arg lie Phe Cys Asp lie Trp Ala Ala val Asp val Leu Cys 
115 120 125 

* 

Cys Thr Ala Ser lie Leu Ser Leu Cys Ala lie Ser lie Asp Arg Tyr 
130 135 140 

lie Gly Val Arg Tyr Ser Leu Gin Tyr Pro Thr Leu Val Thr Arg Arg 
145 150 155 160 

Lys Ala lie Leu Ala Leu Leu Ser val Trp val Leu Ser Thr Val lie 

165 170 175 

Ser lie Gly Pro Leu Leu Gly Trp Lys Glu Pro Ala Pro Asn Asp Asp 

180 185 190 

Lys Glu Cys Gly Val Thr Glu Glu Pro Phe Tyr Ala Leu Phe Ser Ser 
195 200 205 

Leu Gly Ser Phe Tyr lie Pro Leu Ala val lie Leu Val Met Tyr Cys 
210 215 220 

Arg Val Tyr lie val Ala Lys Arg Thr Thr Lys Asn Leu Glu Ala Gly 
225 230 235 240 

val Met Lys Glu Met Ser Asn Ser Lys Glu Leu Thr Leu Arg lie His 

245 250 255 
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Ser Lys Asn Phe His Glu Asp Thr Leu Ser Ser Thr Lys Ala Lys Gly 

260 265 270 

His Asn Pro Arg Ser ser lie Ala Val Lys Leu Phe Lys Phe Ser Arg 
275 280 285 

Glu Lys Lys Ala Ala Lys Thr Leu Gly lie val val Gly Met Phe lie 

290 295 300 

Leu Cys Trp Leu Pro Phe Phe lie Ala Leu Pro Leu Gly Ser Leu Phe 
305 310 315 320 

Ser Thr Leu Lys Pro Pro Asp Ala val Phe Lys val val Phe Trp Leu 

325 330 335 

Gly Tyr Phe Asn Ser Cys Leu Asn Pro lie lie Tyr Pro Cys Ser Ser 

340 345 350 



Lys Glu Phe Lys Arg Ala Phe Met Arg lie Leu Gly Cys Gin Cys Arg 
355 360 365 

Ser Gly Arg Arg Arg Arg Arg Arg Arg Arg Leu Gly Ala Cys Ala Tyr 
370 375 380 

Thr Tyr Arg Pro Trp Thr Arg Gly Gly Ser Leu Glu Arg ser Gin ser 

385 390 395 400 

Arg Lys Asp ser Leu Asp Asp Ser Gly Ser Cys Met Ser Gly Ser Gin 

405 410 415 

Arg Thr Leu Pro Ser Ala Ser Pro Ser Pro Gly Tyr Leu Gly Arg Gly 

420 425 430 

Ala Gin Pro Pro Leu Glu Leu Cys Ala Tyr Pro Glu Trp Lys Ser Gly 
435 440 445 



Ala Leu Leu Ser Leu Pro Glu Pro Pro Gly Arg Arg Gly Arg Leu Asp 
450 455 460 



Ser Gly Pro Leu Phe Thr Phe Lys Leu Leu Gly Glu Pro Glu Ser Pro 
465 470 475 480 

Gly Thr Glu Gly Asp Ala Ser Asn Gly Gly Cys Asp Ala Thr Thr Asp 

485 490 495 

Leu Ala Asn Gly Gin Pro Gly Phe Lys Ser Asn Met Pro Leu Ala Pro 

500 505 510 
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Gly His Phe 
515 

<210> 3 

<211> 3453 

<212> DNA 

<213> Mus musculus 



<400> 3 



tcgactgccc 


agtgcccttt 


gcctctgcac 


catctccatg 


atcaatgagc 


taaggtacca 


60 


ggagctccaa 


caggttcaca 


ctaccacaaa 


cctcaaaaat 


aggcatctct 


tatgtttaaa 


120 


tctctaaagg 


cagcttaggt 


aagatagttg aaatgagggc 


agggactgtt 


ttcaaagcta 


180 


tctgaatcat 


tgtttgtttg 


+■ 1- +■ n +■ t- 1- n +■ +■ 


LgLLdLLLLd 


gagaaactcc 


ttagaattgt 


240 


atattttgtg 


caactggaga 


gc l xg tgcca 


L L L L Ida Lag 


gagattaagg 


accttaaacg 


300 


tatagtgggt 


gatacatgct 


ty LddLddCd 


anon 
dLdLLddydy 


gctgggaaaa 


gaggaagatt 


360 


atcatgattt 


tggggccagc 


r~ ~\~ r~\ r\ r\ f~ ~\" a a +■ 

cxgggc taaL 


ad Lady L LL L 


aggccagcct 


aggcccaagt 


420 


aagaccatct 


r 

ctcaaacaag 


tdd LLdddy y 


CLgyayagLL 


gtctcagcag 


ataagggcat 


480 


ttggtgctct 


tgcagaggac 


Lcgggrccaa 


^ z~ ^« z~ ^ /■* *~ >^ /» 

LlCCCdCCdC 


ccaaatggtg 


gctcacaacc 


540 


atcccaactt 


cagcttcaga 


ggacccca rg 


cccaxcxg lc 


aactttcaca 


ggcagcaaag 


600 


caggcaatga 


atgtaatact 


cacacgcaaa 


aaaaaaaaaa 


aaaaaaaaaa 


gacagtaaat 


660 


taaaagaaac 


aaataaacaa 


aaaacgtaat 


cttctccaaa 


aagtacaagc 


aaaaagactt 


720 


caaaagccca 


actttaggct 


gaagaacttg 


cacaggaacc 


gccttgcatg 


gcccctgctt 


780 


ccttgcccct 


taatcaaaat 


acagcgacta 


tcaaaagcag 


aaattagaag 


cctgggccat 


840 


ggcttgtgga 


ctggaagaaa 


tgggtatcag 


gtgtctcctt 


gcaattcagc 


agccactgcc 


900 


ctgtcccctg 


cctcatgtca 


ctagcatatg 


actaactctc 


tgatctactg 


ttttctcgtg 


960 


tgtccacaga 


gagcagtgat 


gcctctctct 


caaagacttg 


ttaaagaaaa 


ataaaagaaa 


1020 


ataagtaagc 


tgggtgtggt 


gtcttatgct 


tgtaatccaa 


gcactgggga 


ggtgggggcc 


1080 


aacggatttt 


ggggtttggg 


acaatattgg 


tctgcatagt 


gagctcaaga 


ccagtgtgag 


1140 


ctacacagca 


agaaaaggga 


agagaagaga 


agagaagaga 


agagaagaga 


ggagaggaga 


1200 


ggagaggaga 


ggagagagag 


aggagaggag 


aggagaggag 


aggagaggag 


ggagaggaga 


1260 


ggaggggaga 


gaaataagta 


aatgtttgat 


gaacagtagg 


agctcagcaa 


atgtgggttc 


1320 


cttcccagta 


gcactaactt 


gagccccaaa atgagccatt 


taaaaaaaaa 


gcccaagtta 


1380 


taacatttac 


tctatcccct 


attttgctcc 


tatagaaacg 


gtgactcttc 


tatggctcag 


1440 


tactcagcac 


tagaataagg 


aaacccagta atgacattca 


actccaactc 


acccttcctc 


1500 


tcctcaatag 


gcatatgtac 


ttgaaaaaaa 


cggctcaact 
Page 


cccttatcac 
6 


acgggtccca 


1560 



it 

tcctcaaaac agaaatcaaa atgagactag 
atgaacgtag cacatggtct agcatctaag 
accaacctga agaccttctt tctttttttt 
ttctaaaaac aaacaaacaa acaaacaaac 
cttcttcctt tttgtaatta cccacctctg 
tgtatacaag gcaatacaag aaaagagcca 
ccccaggatt tggcaatcag tcctcactct 
cacccttccc tcccttcctc cctccttccc 
cctcctccct ccttccctcc ctccctcaac 
tcttaaaatg tcaagttcag cctagagatg 
agaatgcacg aagccctgaa ttccatcccc 
tgcttgtaat tccagcactc aggaggtggc 
ttgtgttata cagtgagctg gagggcaacc 
aaaaaatcca attcatattc ttccataccc 
tctcctaaac tcctgtcatt agatgtctcg 
acttgccggt caggaatctg ggtacccttc 
gccactggcc tggaggtgga cattaacaat 
gaacgaatga atgagcaaca gaagtttcta 
gggaactaaa gtatagcgct ggtctcagat 
cagggatttt cttccttttg tagaagccag 
catggcttga ctccaggagc ccccattaga 
aagcgtgaac agggggaaaa aataatccca 
gcccacaccc ggatcccctg ctctgctccc 
ggcgcggcag gtctccaagc cgactaggct 
tggacccgca ttgcccccta gtgccgcaca 
tgtcaccgcc gtgcagtcag cccagaggcg 
ggcacagccg ggcacccccg gcccggcgcc 
gccaggcgcg cctgacgtgg accattaaac 
cctcctccct ctgacaggcg agcgagccgc 
taggctgccc gggggagatg acttctcgcc 
agggagcaaa gtttcagggc agctgaggag 
cctccctggc tatggagggc ggactttaaa 
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ttctctcatc aagtcgggag 


aaaaggcagc 


1620 


tattgggaga 


cagagaatct 


tgagttcaaa 


1680 


tttttttttt 


tttttttttg 


aagaccttct 


1740 


aagaaaattc 


ttccctggtt 


tgactttttt 


1800 


gaaatagggt 


ttgtagccta 


atagcctaca 


1860 


acaggcaaga 


cccccccccc 


caagtccctt 


1920 


ctactcccag 


agatacaact 


agctccctct 


1980 


tccttccctc 


cttccctcct 


tccctccctc 


2040 


tatctctttt 


agtgacaacc 


ccaagcccct 


2100 


ctgctcactt 


ggtagagtat 


gtgcttgcct 


2160 


agtatcaaat 


aaaccaacca 


cggcggtaca 


2220 


cataggaaaa 


tcaagagttc 


aaaggtattc 


0^. 0^. 0^ 0^ 

2280 


tgagctacat 


catactctgt 


cattaaaaaa 


2340 


tggttgcatt 


tctctgtcct 


caattaatct 


2400 


cttcagattt 


tgcttgtttg 


ataagcttcc 


2460 


taactgttgg 


agaacagtgc 


ctagaatgga 


2520 


ccactgaagg 


aatgtgtgca 


gggaataact 


2580 


ggttttatca 


aggccaaaga 


ggttgcaagg 


2640 


gtgactcaag 


tctctgtcac 


ctgcctaacg 


a 

2700 


ttgtgtagaa 


gttgcacatc 


tctctgaacc 


2760 


ggtaagcatc 


cccaccctac 


cttttaactg 


*^ 0^ 0*. 

2820 


gcgggccccc 


tggggtgtat 


gaaccgggat 


2880 


cgccccatcc 


ccgcagaggg 


agcggtgccg 


2940 


ggcgctggcg 


tcggggctgc 


gctccttggc 


3000 


gagtcagggc 


gcccgggctt 


ccccgcctga 


3060 


gctcattgaa 


agcagacccg 


ccgcgggccg 


3120 


gcgtcctccc 


cgcgctcccg 


cgccagcccg 


3180 


ttggagctcc 


cgcctcgtcc 


cctctctcct 


3240 


tgggtgcagg 


caggcgaggt 


gctgccgggc 


3300 


aggaggacgc 


ctctggaaag 


aagaccacgg 


3360 


ctttggtcgc 


agcccttccg 


agcccaatct 


3420 


atg 






3453 
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